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M124Q
Space group P2,2,2, : :
Cell parameters, a=124.3, b=149.3, e !
A c=159.6
Resolution, A 50.0-2.80
(outer shell) (2.95-2.80)
Unique reflections 69,701
Completeness, % 95.2
(outer shell) (97.8)
Roeree 222
(outer shell) (46.0) o
Rmcas 26.0 2
(outer shell) (53.7) Vo iexk
Roim 133 b
(outer shell) (26.9) P g
CC(172) 0.932 i
(outer shell) (0.766)
Data redundancy 34
(outer shell) (3.5)
Average I/o 43
(outer shell) 2.7
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